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MATERIALS

Infected vs Healthy midguts
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MICROBIOTA AND MOSQUITO-BORNE DISEASES: A METATRANSCRIPTOMICS
WORKFLOW FOR THE TAXONOMIC AND FUNCTIONAL PROFILING OF THESE

OBJECTIVES

e Characterization of the active
mosquito microbiota in different
conditions related to vector-borne
diseases (e.g. human malaria)

e Development of a computational
pipeline to achieve both
taxonomic profiling at the level of
species and functional profiling

CASE EXAMPLES
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e Plasmodium-infected vs healthy
midguts

e Salivary glands vs midguts (both
Plasmodium-infected)
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e Several opportunistic pathogens were
identified in Case 1 infected midguts from
0 healthy midguts, while tissue specific 0.0
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