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Anaemia is estimated to affect one third of the

global population, with iron deficiency being

the top leading cause. Iron deficiency anaemia

(IDA) triggers intestinal dysbiosis, especially in

the colon and impairs the intestinal barrier

(Soriano-Lerma et al., 2024). Gut protective 

approaches seem imperative during the 

clinical management of IDA.

Objectives

This study aims to analyse the beneficial 

effects of fermented goat’s milk (FGM)-

based diet on the gut microbiome and 

the intestinal barrier in an animal model 

of IDA characterized by intestinal 

dysbiosis and microbial translocation. 

Material and methods

Intestinal content samples: 16S rRNA sequencing

Serum samples: LPS analysis

Results

Principal Coordinate Analysis (PCoA) on colonic content

samples revealed that the use of fermented goat´s milk (FGM)

recovered colonic dysbiosis to a greater extent compared to

standard diet (Figure 1)

Figure 1. PCoA based on Bray-Curtis distances. (A) Colonic content samples 

from control and anaemic animals fed with FGM-based diet (B) Colonic 

content samples from control and anaemic animals fed with standard diet. 

Linear discriminant analysis Effect Size (LEfSe) on colonic

content samples identified fewer microbial taxa with statistical

differences between anaemic and control animals fed with FGM-

based diet compared to standard diet (Figure 2)

Figure 2. Cladogram for differentially distributed taxa (p<0.05, LDA>2) between control 

and anaemic groups fed with FGM-based diet (A) or standard diet (B) in colonic content 

samples
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Microbial translocation was normalized after treatment

with the standard diet and the FGM-based diet

(Figure 3).

This result suggests both diets similarly restore the

impairment in the intestinal barrier during the recovery

of IDA.

Figure 3. LPS levels in each experimental group.. 
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